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F9928.528
F9928.529
F9928.S30
F9928.S31
F9928.S32
F9928.S33
F9928.S34
F9928.S35
F9928.536
F9928.513
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F9928.519
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F9928.S25
F9928.S526
F9928.527
F9928.510
F9928.S11
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F9928.523
F9928.524

Samples

Group3
@D saliva Preterm Baby (+)
Saliva Preterm Baby (-)
@D Saliva On-term Baby (-)

Corynebacterium kroppenstedtii

Saccharibacteria_(TM7)_[G—1] bacterium_HMT_346_nov_97.964%
Neisseria flavescens

Streptococcus sanguinis

Atopobium_Fannyhessea vaginae
Parvimonas_Peptostreptococcus Candidatus massiliensis_sp._HMT
Schaalia sp._HMT_172

Pinus sylvestris

Neisseria perflava

Gemella sanguinis

Corynebacterium durum

Peptoniphilus coxii

Porphyromonas pasteri

Peptoniphilaceae_[G-3] bacterium_HMT_929_nov_88.739%
Bifidobacterium scardovii

Enterobacter asburiae_cancerogenus_cloacae_hormaechei
Prevotella histicola

Lachnoanaerobaculum gingivalis_umeaense

Veillonella parvula_tobetsuensis

Veillonella denticariosi

Schaalia odontolytica

Acinetobacter_Prolinoborus fasciculus_Iwoffii

Lautropia mirabilis

Actinomyces oris

Cutibacterium avidum

Bifidobacterium longum

Haemophilus haemolyticus_sp._HMT_036

Streptococcus multispecies_sppn184_17_nov_97.634%
Saccharibacteria_(TM7)_[G-6] bacterium_HMT_870
Veillonella atypica_nov_96.137%

Streptococcus parasanguinis_clade_411_sinensis
Peptostreptococcus stomatis

Lawsonella clevelandensis

Veillonella rogosae

Fusobacterium nucleatum

Fusobacterium periodonticum

Bacillus inaquosorum_spizizenii_subtilis_tequilensis
Stutzerimonas [Pseudomonas] urumgiensis

Enterococcus multispecies_sppn104_2_nov_96.360%
Streptococcus multispecies_sppnl71_17_nov_94.658%
Streptococcus australis_rubneri_sp._HMT_066_sp._HMT_074
Streptococcus peroris

Schaalia multispecies_sppn109_2_nov_87.419%

Gemella haemolysans_nov_97.425%

Streptococcus multispecies_sppn151_17_nov_92.505%
Bergeyella sp._HMT_931

Streptococcus multispecies_sppn2_17_nov_94.658%
Streptococcus multispecies_sppn143_2_nov_97.849%
Streptococcus multispecies_sppn13_18_nov_97.859% .
Streptococcus parasanguinis_clade_411_sinensis_sp._HMT_O
Streptococcus australis_rubneri_sp._HMT_066
Streptococcus parasanguinis_clade_411_sp._HMT_057
Corynebacterium pilbarense

Rothia dentocariosa

Veillonella parvula_rogosae_tobetsuensis

Lactobacillus crispatus_gallinarum

Staphylococcus argensis_pettenkoferi

Cutibacterium acnes

Corynebacterium tuberculostearicum

Abiotrophia defectiva

Corynebacterium amycolatum

Neisseria flava_macacae_mucosa_sicca

Staphylococcus argenteus_aureus_roterodami_simiae
Gemella haemolysans_nov_94.030%

Haemophilus seminalis_sp._HMT_908

Enterococcus faecalis

Haemophilus parainfluenzae

Stenotrophomonas maltophilia

Granulicatella elegans

Lactobacillus gasseri

Veillonella dispar

Prevotella melaninogenica

Streptococcus cristatus_cristatus_clade_578_downii_gwangjuense_
Streptococcus cristatus_cristatus_clade_578
Atopobium_Lancefieldella parvula_parvulum

Streptococcus sp._HMT_056

Streptococcus parasanguinis_parasanguinis_clade_721_sp._ HMT_(
Schaalia lingnae_[Not_Validly_Published]

Actinomyces graevenitzii

Veillonella sp._HMT_780

Schaalia sp._HMT_180

Streptococcus lactarius_peroris

Streptococcus sp._HMT_074

Rothia mucilaginosa_nov_97.991%

Afipia_Bradyrhizobium archetypum_australiense_broomeae_elkanii_
Staphylococcus lugdunensis

Stenotrophomonas geniculata

Staphylococcus capitis

Granulicatella adiacens

Streptococcus salivarius_vestibularis

Veillonella atypica

Streptococcus parasanguinis_clade_411

Rothia mucilaginosa

Gemella haemolysans

Staphylococcus capitis_caprae_epidermidis

Escherichia_Shigella coli_fergusonii_flexneri_sonnei
Streptococcus lactarius

Staphylococcus haemolyticus

Staphylococcus hominis

Streptococcus cristatus_downii_gwangjuense_infantis_infantis_cla ..
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